EE3211 Modelling Techniques
Week 6 Assignment

Sexually transmitted disease: Suppose a study examines the relative efficacy of penicillin and spectinomycin in treating gonorrhea. Three treatments are considered: 
(1) penicillin
(2) spectinomycin, low dose
(3) spectinomycin, high dose
Three possible responses are recorded:
(1) positive smear
(2) negative smear, positive culture
(3) negative smear, negative culture
The data is presented below:
Table. Efficacy of different treatments for gonorrhea.
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Q1. Is there any relationship between the type of treatment and the response? (5 points)
Q2. Suppose either a positive smear or a positive culture is regarded as a positive response and distinguished from the negative smear, negative culture response. Is there an association between the type of treatment and this measure of response? (5 points)
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Pearson’s Chi-squared test

data: table 1
X-squared = 29.14, df = 4, p-value = 7.322¢-66

[1] "p-value is less than 6.601"
[1] "Conclusion: There is a signicant relation between the type of treatment and the response.”
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Pearson’s Chi-squared test

data: table 2
X-squared = 15.537, df = 2, p-value = 0.0984220

[1] "p-value is less than 6.601"
[1] "Conclusion: There is an association betueen the type of treatment and this measure of response.”
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#* Q1.

cat("\nQ1\n")

qlsig <- c("Conclusion: There is a signicant relation between the type of treatment and the response.™)
glnotsig <- c("Conclusion: There is no signicant relation between the type of treatment and the response.")

table_1 <- matrix(c(4e, 30, 130, 10, 20, 70, 15, 40, 45), nrow = 3, byrow = TRUE)
print(table_1)

chil_res <- chisq.test(table_1)
print(chil_res)

#* By p-value

if (chil_res$p.value < 0.001) {
print(“p-value is less than ©.001")
print(qlsig)

} else {
print(“p-value is not less than ©.001")
print(qlnotsig)

#* Q2.

cat("\nQ2\n")

qg2sig <- c("Conclusion: There is an association between the type of treatment and this measure of response.")
qg2notsig <- c("Conclusion: There is no association between the type of treatment and this measure of response.”)

table_2 <- matrix(c(7e, 130, 30, 70, 55, 45), nrow = 3, byrow = TRUE)
print(table_2)

chi2_res <- chisq.test(table_2)
print(chi2_res)

#* By p-value

if (chil_res$p.value < 0.001) {
print(“"p-value is less than ©.001")
print(q2sig)

} else {
print("p-value is not less than ©.001")
print(q2notsig)





